Multiplex prime editing enables safe, drug-
controllable and immunosuppression-resistant T-
cell therapies
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Current immunosuppression is a blunt tool with
major toxicity
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Safe, versatile T cell engineering
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The challenge of immune dysregulation
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T cell gene therapy
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The challenge of immune dysregulation
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Efficient correction of patient T cells
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Prime editing of primary patient T cells is highly
precise & safe
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Prime editing of primary patient T cells is highly
precise & safe

Prime editing Immuno- Gene TCR
HACVR2 correction CIRCLE-seq phenotyping expression repertoire
SPTCL patient
T-cells “
_» —_—
Unedited control
+ + DEs edited / unedited cells _ ns
CD4 CcD8 50000 —
150 ns 150 ns Wl CCR7+CD4SRA+ o ¢ Up % . .
5 ' l M1 = CCR7+CD45RA- ~ . " Nl = 400004 °
5 BN CCR7-CD45RA- S _ | >
a 1004 100 C =" 300004
3 Bl CCR7-CD45RA+ _E:U % .
o QO o
> >
w E - |
5 50- 50 2| E 20000
— o 8
© 2 ] 5 10000
0- 0-
6 I T T 0_
.{@ .-\\_0 a\@; a\@; 0 5 10
o&b & &\qp & . L &L
Average log-expression N
\3(@ .
&8

ASM 2026



Prime editing can safely correct pathogenic
variants in primary human T cells
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Prime editing to induce TAC resistance
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Multiple immunosuppressants are amenable
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In vivo drug control of T cell gene therapy
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Drug controllable cell therapies with prime editing
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Drug controllable cell therapies with prime editing

@ Application

CAR-T for immunosuppressed patients (PTLD)
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Prime editing enables drug-controllable T cell
therapies
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What next?
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